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Next-generation sequencing

Breaking performance barriers
A complete portfolio for next-gen sequencing

 Sensitivity — unparalleled in NGS prep

« Reproducibility — fewer repeats, greater efficiency
* Reliability — strict manufacturing standards

- Ease of use — reduce time, errors, and variability

 Scalability — simple workflows easily port to
miniaturization and liquid handling
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SMARTer® whole transcriptome analysis (RNA-seq

RNA input amount

Whole transcriptome analysis (RNA-seq)

Single-cell or ultra-low-input RNA-seq
1-1,000 cells; 10 pg—10 ng RNA

Total RNA-seq
100 pg—1 pg RNA,; random priming

Oligo(dT) priming
intact cells or high-quality RNA

(RIN 8-10)
(

SMART-Seq®
Single Cell Kit

cDNA synthesis
from single cells

SMART-Seq
HT Kit

(automation
friendly)

cDNA synthesis
from 1-100 cells or
10 pg—1 ng total RNA

SMART-Seq v4
Ultra® Low Input
RNA Kit for
Sequencing

cDNA synthesis from
<1,000 cells or
>10 pg—10 ng total
RNA input amount

Random priming
intact cells or
low-guality RNA

Mammalian total RNA rRNA- or poly A+ RNA
includes rRNA depletion depleted or enriched RNA
for human, mouse, or rat from any species

SMART-Seq

Stranded Kit

Library construction
from 1-1,000 mammalian
cells or 10 pg-10 ng
mammalian total RNA

SMARTer
Stranded Total Uﬁﬂ;?;el_fw
RNA-Seq Kit .
v2 - Pico Input finpgt RNA }_('t
D i e ‘or Sequencing
cDNA synthesis cDNA synthesis
from 250 pg—10 ng from 200 pg—10 ng
(RIN 2—10 or DV;yq 225) (RIN 2-3)

SMARTer
Stranded Total
RNA Sample Prep
Kit - Low Input
Mammalian

SMARTer

Stranded
RNA-Seq Kit

Library construction
from 10-100 ng
(RIN 3-10)

Library construction
from 100 pg—100 ng

SMARTer
Stranded Total

RNA Sample
Prep Kit - HI
Mammalian

Library construction
from 100 ng—1 ug
(RIN 3-10)
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SMART-Seq Single Cell Kit (SSsc)

« Chemistry optimized for superior performance on single

cells with very, very low RNA content “
The kit of

— QC performed with 2 pg of mouse brain total RNA choice for
— Technical performance measured with immune cells (i.e., PBMCs) single-cell
applications

* Robust full-length chemistry
« Higher cDNA yield with fewer PCR cycles

— Can use a similar number of PCR cycles across various sample
types, decreasing guesswork

— Easier to process different sample types
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More genes, fewer dropouts from single cells

SSv4 SSsc
(6,266 genes) (9,584 genes)
Get more
6002 3.582 out of your
2064 (61%) (36%) precious
(3%) samples
TPM TPM
TPM Average=149 Average=16 |
Average:42 a gene must be detected in
50% of the cells (= 6 or
more cells) to be included
9,848 genes total
* 61% of the genes identified between both chemistries are identical
« SSsc identifies an additional 36% unique genes, particularly those
with a low expression level Data from lymphoblastoid single cells (GM12878)
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SSsc provides unparalleled sensitivity

Percentage of mapped reads
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« SSsc efficiently delivers
more valuable information

—  ~50% reduction in wasteful
mitochondrial and rRNA reads

— Higher percentages of useful
exonic and intronic reads

— Reduces sequencing costs

« ~20% more genes identified
with SSsc in this study

Data from lymphoblastoid single cells (GM12878)
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DNA-seq

DNA-seq

PicoPLEX® for single-cell ThruPLEX® for DNA EpiXplore™
applications library prep for methyl-seq
| —
| ] ] —
PicoPLEX PicoPLEX ThruPLEX DNA-seq (l ThruPLEX HV for FFPE
WGA Gold DNA-seq for low-input DNA and cell-free DNA
EpiXplore
PicoPLEX PicoPLEX Gold ThruPLEX s Methylated
WGA Kit DNA-Seq Kit DNA-Seq Kit DNA-Seq HV DNA
Kit Enrichment Kit
Accurate CNV Library construction 50 pg—200 ng input 5-200 ng input DNA Library construction
measurement from from 1-5 DNA for ChIP-seq from FFPE, cfDNA, from 25 ng—1 ug
single cells mammalian cells and other low-input or other challenging gDNA
or <50 pg gDNA applications sample types

PicoPLEX

Single-Cell - ThSruPI;_|E\i(K_t
WGA Kit bt :
High-yield DNA Incorporates
amplification from molecular tags into
single cells 5-200 ng DNA from

FFPE, cfDNA, or
other challenging

sample types
PicoPLEX k P )

Single Cell
WGA Kit v3

Accurate CNV and
SNV analysis from
single cells
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ThruPLEX HV DNA library preparation kits

ThruPLEX HV kits enable easier, faster, & more reliable library prep

5 min B min

1. Repair 2. Ligate
Add Template Preparation Add Library Synthesis
Master Mix Master Mix

cDNA, cfDNA, or

fragmented dsDN Single-use, plate format UDlIs

True
single-tube
prep
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Excellent coverage uniformity

9 emmmDNA-Seq HV 50 ng
—=DNA-Seq HV 5 ng
emmmDNA-Seq 50 ng

15 —=DNA-Seq 5 ng ’

10 13 16 19 22 25 28 31 34 37 40 43 46 49 52 55 58 61 64 67 70 73 76 79 82 85 88 Escherichia coli
(51% GC)

—100 ng
—50ng

Haemophilus
influenzae (38% GC)

-5 ng

Coverage (normalized)
et

05

Coverage (normalized)

il

Coverage {(normalized)

ThruPLEX HV shows outstanding coverage uniformity for:

Save =

« More efficiency for lower costs and higher multiplexing sequencing -
. . . Rhodopseudomonas £

» Better coverage of GC-rich and AT-rich organisms and costs palustris (65% GC) | &

difficult regions of the human genome
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Use the power of molecular tags
to dampen sequencing noise

« ThruPLEX Tag-Seq HV includ o
ol balancod. dreoreto molocular T e ——

tags | 2 L -
~ Use duplicates to gencrate consensus T (T
e O e

accurate determination of allelic 2 & O T I

frequency 2

UMl

Accuracy
with
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Takara Bio activities at ABRF

Automation

— Seminar, 3:15 today, Innovation Theater: Single-cell application development with the ICELL8® cx system: One

platform, endless possibilities

— Poster 147, 11:30: Robust and sensitive detection of gene fusions using high-throughput SMART-Seq chemistry on

the ICELL8 cx system

— Poster 133, 11:30:Utilizing the Rheonix NGS OnePrep Solution to automate the Takara Bio ThruPLEX Tag-Seq HV

library preparation kit
Immune Profiling

— Poster134, 12:30: Efficient high-throughput sequencing for quantitative immune profiling using unique molecular

identifiers

DNA-Seq

— Poster 146, 12:30: ThruPLEX HV: A Simplified System for Preparation of Molecular-Tagged NGS Libraries from FFPE

and cell-free DNA
RNA-Seq

— Poster 131, 11:30: Pushing the limits of single-cell RNA-seq with SMART-Seq single cell technology

Visit us at Booth #104

11

PROPRIETARY AND CONFIDENTIAL | ® 2020 Takara Bio Inc.

Clontech TakaRa cellartis



(@)TakaRa
that’s

GOOD

science!

lontech TaldRa cellartis



	Library preparation workflows for the new age of high throughput sequencing
	Next-generation sequencing
	SMARTer® whole transcriptome analysis (RNA-seq)
	SMART-Seq Single Cell Kit (SSsc)
	More genes, fewer dropouts from single cells
	SSsc provides unparalleled sensitivity
	DNA-seq
	ThruPLEX HV DNA library preparation kits
	Excellent coverage uniformity
	Use the power of molecular tags �to dampen sequencing noise
	Takara Bio activities at ABRF
	Slide Number 12

