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An assay design pipeline for massively parallel, nano-scale syndromic panels: 
A case study using a viral RT-qPCR respiratory panel paired with virus-like 
particle (VLP) RNA quantitative controls

Figure 4. In silico, our assays exhibited no cross-reactivity. We searched the entire GenBank 
database for potential nonspecific amplifications using thermonucleotideBLAST (TNTBLAST). For 
example, this taxonomic tree for hits with the H1N1 assay demonstrated inclusivity within Influenza 
A, with high coverage of the GenBank entries with the H1N1 subclassification, colored yellow (a), 
and varying levels of coverage of GenBank entries with other uncommon low-pathogenic Influenza 
A subclassifications, colored green to yellow depending on coverage (b). Outside of Influenza A, 
only synthetic constructs exhibited cross-reactions (c), demonstrating favorable exclusivity.

Figure 3. Overall, our assays cover greater than 99% of the reference strains without 
mismatches. Alignment-based design heavily penalizes the inclusion of non-conserved bases. 
For example, the above illustration shows base mismatches aggregated from various strains of 
H1N1 (colored by days since last seen) against the consensus sequence (bottom). Optimally, the 
probe (green) for the H1N1 assay lies on a region that has no mismatches (blank). When tradeoffs 
are necessary, base-positions with recent mutations (yellow) are penalized more than older ones 
(blue). Also, base-positions with more mutations (higher stack) are penalized. 

Figure 5. Experiments with synthetic and VLP-encapsulated RNA controls containing target 
sequences demonstrated good sensitivity. (Panel A) An example of probit analysis for H1N1 
assay estimates an LOD of approximately 1 copy/rxn at 95% detection rate (n ≥ 20). Linear fit of 
quantification cycles (Cq) for a dilution series of synthetic H1N1 controls shows efficiency (E) of 
90–110% with 5+ dilutions. In this example (Panel B), we achieved an E of 0.98 within the range of 
10–106.
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2 Assays are designed to be specific: inclusivity

5 Designed assays are sensitive and specific: purified 
organism experiments

Conclusions

• Our study showcases the implementation of an assay design and 
characterization pipeline combining in silico analyses and 
experimental evaluation using the SmartChip® Real-Time PCR 
System to perform parallel singleplex qPCR reactions

• Our pipeline uses data from comprehensive, frequently updated 
databases to support optimal primer and probe selection 

• Assay panel design excludes non-targets (exclusivity) while detecting 
all intended target strains/isolates (inclusivity)

• A case study generating a comprehensive respiratory qPCR assay 
panel targeting viral pathogens illustrates successful application of 
this pipeline combining in silico analyses and experimental evaluation 

800.662.2566
www.takarabio.com

Figure 6. Tests using purified intact organisms and pooled nasopharyngeal swabs on the 
SmartChip system demonstrate proficiency in target pathogen detection. Heat maps for on-
panel (left) and off-panel (right) organisms show the % positive calls for six targets from 12 assays 
(2 assays per target) for 24 purified organisms. Green: no positive calls; blue: 100% positive calls. 
Consistently positive calls from assays for their designated targets (on-panel: blue along the 
outlined diagonal) demonstrate sensitivity in detections. The absence of positive calls from assays 
for related viruses other than their targets shows no on-panel or off-panel cross-reactivity between 
unrelated organisms (on-panel: green off the outlined diagonal; off-panel: completely green). 
Unexpectedly, pooled nasopharyngeal swabs (PooledNPswabs) exhibited positive calls for 
Influenza A (blue), indicating the possibility of the detection of an asymptomatic infected individual 
within the pool.

3 Assays are designed to be specific: exclusivity

4 Designed assays are sensitive: synthetic RNA experiments

Experimental results

Taxonomic tree for TNTBLAST hits 
with the H1N1 assay
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b)

c)
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The rise of respiratory infectious diseases, particularly highlighted by the SARS-CoV-2 pandemic, 
has prompted a surge in qPCR-based testing for the fast and accurate identification of multiple 
respiratory pathogens1. One challenge has been to design sensitive and specific assays within a 
large syndromic panel that exhibit no cross-reactivity2,3. To address this obstacle, we utilized Takara 
Bio’s SmartChip® Real-Time PCR System, which is able to perform parallel singleplex qPCR 
reactions at the nanoliter scale across multiple samples and reactions without the need for complex 
degenerate or multiplex designs.

Introduction

To complement the SmartChip system, we 
have developed a  pipeline to streamline 
the process of designing large syndromic 
assay panels. Leveraging this pipeline, we 
successfully generated a comprehensive 
respiratory qPCR assay panel comprising 
six viral targets commonly associated with 
respiratory infections and several bacterial 
targets associated with co-infections and 
pneumonia. Notably, these targets include: 
SARS-CoV-2, Influenza A H1N1/H3N2, 
Influenza B, and Respiratory Syncytial 
Virus A/B. 

Methods

Figure 1. The SmartChip instrument and steps in our method streamlining the process of 
designing large syndromic panels for sensitive and specific detection of pathogens. This 
procedure consists of multiple iterations of in silico design and experimental validation. Ultimately, all 
assays are characterized on the SmartChip system with purified organisms.

1 Assays are designed to detect circulating strains

Figure 2. We use Nextclade to classify and exclude non-circulating strains. For example, 
high-quality sequences of recently circulating clades of H1N1 (6B.1A.5a.1-2, outlined) are a small 
subset (7,691 sequences) of the GISAID EpiFlu database (146,586 sequences), as shown by the 
above Sankey plot.

The pipeline employs computational tools to optimize primer and probe selection and consists of 
several steps: "(1) retrieve relevant strain information from databases, (2) use strain filters based on 
clade and date of collection, and (3) use alignment-based assay filters encompassing strain-
inclusivity, exclusivity, and other qPCR design criterie.

A B

Takara Bio Panel: On-panel

Takara Bio Panel: Off-panel

Meeting details and poster download:
takarabio.com/AMP2023



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /CMYK
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)
    /HUN <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


